PLDé PLD¢

400 120 25 10
350 +
T a0 10 T 8
T T3
= 250 2 =
- 2004 = 154 6
F = F <!
£ 150 80 ; £ ;
= =
w1004 - © =2 Zz 10 4 =2
ERE £
Y 20 E 5 2
T 2] <
-] [
[} 0 0 0
Oh 12h 24h Oh  12h 24h oh 12h 24h Oh 12h 24h
NH5 FH18 e T
PLD(T PLDE?
o &0 5
2 X
T + T +
50 5
i 15 15 i
g <l E o T
Z =
g g ¢ Z
2 w 0 = Z a0 3 2
- -
g g
H 2 = 2
ER 0.5 E]
] ] i
o o 10 + al
0 0.0 04 0
Oh 12h 24h Oh  12n  24n Oh 12h 24h Oh 12h 24h
NHS FH18 NH5 FH18
KCS6 DGATI LOX3
12 5 20 s w0
BN oRT-PCR
T 104 * RuASeq [P ] K
2 ] 2 w0 5
E 0.8} _5 E
z 7 £
® e @ ez} » ]
] = 2 = £ o]
06 20 4
£ «E E = z
g 2 5 = 8 =
@ 04 10 @ @
5 ] Z 0 2
3 ., = = .
o . 5 @ <
= = 5 .
00 0 4 o )
Oh__12h_24n Oh_ 12h_24h On_ 12h 24h on_ 12h 24n on_12h 24n On_12h 24h
NH5 FH1B NH5 FH18 NH5, FH18
LOXS5 PIS1 PLDa1
4 7 8 4 12 5
e 5 s t T 10l s
BT
% 0 5 % €1 + 3 i
s S S s 4
Z z ]
TR = =]
g = = 5 £ o]
£ 20 7 E‘ 4 2 2 £ 06 3R
2 = 2 + = £ =
E * : £ £ *
F 0 . g 2 1 £
e * 1 2 Z 1
0 0 0 0 00 0
oh 12h  2dh oh izh 24n on  12h 24h Oh  12h 24h Oh i2h 24h Oh  12n 24h
NH5 FH1B NHS FH1B NH5 FH18

Figure S1. Quantitative real-time PCR (qRT-PCR) validation. The green columns
represent qRT- PCR validation and the red spots represent RNA-Seq data. Error bars
represent the SD of the means (n=3). DGAT, diacylglycerol acyltransferase; KCSI,
3-ketoacyl-CoA synthase; LOX, lipoxygenase; PIS, CDP-diacylglycerol--inositol
3-phosphatidyltransferase; PLD, phospholipase D.



